




SEQUENCE LISTING 

10> PRESIDENT AND FELLOWS OF HARVARD COLLEGE 

<120> FK506-BASED REGULATION OF BIOLOGICAL EVENTS 

<130> APBI-POl-385 

<140> 09/435,257 

<141> 1999-11-05 

<150> 60/107,473 

<151> 1998-11-06 

<160> 35 

<170> Patentin version 3.2 

<210> 1 

<211> 14 

<212> PRT 

<213> HUMAN 

<400> 1 



Met Gly Ser Ser Lys Ser Lys Pro Lys Asp Pro Ser Gin Arg 
15 10 



<210> 2 

<211> 4 

<212> PRT 

<213> HUMAN 

<400> 2 

Lys Asp Glu Leu 
1 



<210> 3 

<211> 4 

<212> PRT 

<213> HUMAN 

<400> 3 

His Asp Glu Leu 
1 



<210> 4 

<211> 42 

<212> DNA 

<213> HUMAN 

<400> 4 



1 



cgggcccccc ctcgagtcta cgaccgacag ggtggtgaaa gc 



42 



<210> 5 

<211> 41 

<212> DNA 

<213> HUMAN 

<400> 5 

atataaatcg ctcgagccat actggcttcc aaatttcatg g 41 



<210> 6 

<211> 44 

<212> DNA 

<213> HUMAN 

<400> 6 

atataaatcg ctcgagttta cttggtccct tccatttgtt gggg 44 



<210> 7 

<211> 58 

<212> DNA 

<213> HUMAN 

<400> 7 

ccagtagggt ctagatctgg gcccacgata taagtcgacg ttgaggacat ttaccagc 58 



<210> 8 

<211> 63 

<212> DNA 

<213> HUMAN 

<400> 8 

ttaatctaga tcttcacttg tcatcgtcat ctttatagtc gacctctttc cgggctgcag 60 
ctg 63 



<210> 9 

<211> 41 

<212> DNA 

<213> HUMAN 

<400> 9 

atataaatcg ctcgagggaa atgaggcaag ttatcctttg g 41 



<210> 10 

<211> 38 

<212> DNA 

<213> HUMAN 

<400> 10 

atataaatcg ctcgagaatg aggcaagtta tcctttgg 38 



2 



<210> 11 

<211> 66 

<212> DNA 

<213> HUMAN 

<400> 11 

ttaatctaga tctgggccct cacttgtcat cgtcatcttt atagtcgacc acatctacca 60 
ccatca 66 



<210> 12 

<211> 116 

<212> DNA 

<213> HUMAN 

<400> 12 

cgatttatat gggccctcta gatctagaac cagaaccaga accagaacca gaaccagaac 60 
cagaaccaqa accagaacca ccagaaccag aaccaccgtt gaggacattt accagc 116 



<210> 13 

<211> 58 

<212> DNA 

<213> HUMAN 

<400> 13 

gaatcgcaaa tctagatctg ggcccgtcat ctttatagtc gacaccagaa ccagaacc 58 



<210> 14 

<211> 58 

<212> DNA 

<213> HUMAN 

<400> 14 

gaatcgcaaa tctagatctg ggcccgtcat ctttatagtc gacagaacca gaaccaga 58 



<210> 15 

<211> 72 

<212> DNA 

<213> HUMAN 

<400> 15 

ggtggttctg gttctggtgg ttctggttct ggttctggtt ctggttctgg ttctggttct 60 
ggttctggtt ct 72 



<210> 16 

<211> 24 

<212> PRT 

<213> HUMAN 



3 



<400> 16 



Gly Gly Ser Gly Ser Gly Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser 
15 10 15 



Gly Ser Gly Ser Gly Ser Gly Ser 
20 



<210> 17 

<211> 21 

<212> DNA 

<213> HUMAN 



<400> 17 

gtcgacagaa ccagaaccag a 



21 



<210> 18 

<211> 21 

<212> DNA 

<213> HUMAN 



<400> 18 

gtcgacacca gaaccagaac c 



21 



<210> 19 

<211> 5 

<212> PRT 

<213> HUMAN 

<400> 19 

Gly Gly Ser Gly Ser 
1 5 



<210> 20 

<211> 72 

<212> DNA 

<213> HUMAN 



<400> 20 

tcgacgaatt cgggcccctt aagtccggag gtcacccatg ggtcgacgtc gacgtcggtc 60 
gtcgactcga ga 7 2 



<210> 21 



<211> 
<212> 
<213> 



66 

DNA 

HUMAN 



<400> 21 



4 



aatttctcga gtctacgacc gacgtcgacc catgggtgac ctccggactt aaggggcccg 60 
aattcg 66 



<210> 22 

<211> 42 

<212> DNA 

<213> HUMAN 

<400> 22 

cgggcccccc gaattcctcg agatgggcgt gcaggtggag ac 42 



<210> 23 

<211> 37 

<212> DNA 

<213> HUMAN 

<400> 23 

gggtctggat ccgtggactt ccagttttag aagctcg 37 



<210> 24 

<211> 49 

<212> DNA 

<213> HUMAN 

<400> 24 

atataaatcg ggatccgtct cgagccatac tggcttccaa atttcatgg 4 9 



<210> 25 

<211> 72 

<212> DNA 

<213> HUMAN 



<400> 25 

tctttaacca tggcggccgc gggccctcac ttgtcatcgt catctttata gtcgaccaca 60 
tctaccacca tc 72 



<210> 26 

<211> 38 

<212> DNA 

<213> HUMAN 

<400> 26 

cttggtccct tccatttgtt ggggaaaaag tgactgag 38 



<210> 27 

<211> 31 

<212> DNA 

<213> HUMAN 



5 



<400> 27 

gggaacaatc tgaaagatac acagttacag c 



31 



<210> 28 

<211> 64 

<212> DNA 

<213> HUMAN 



<220> 

<221> misc^feature 

<222> (33).. (34) 

<223> n is a, c, g, or t 

<220> 

<221> misc__f eature 

<222> (36).. (37) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (45) . . (46) 

<223> n is a, c, q, or t 

<400> 28 

gctgtaactg tgtatctttc agattgttcc csnnsnncat cttsnntacc tggaagagtt 60 
cccc 64 



<210> 29 

<211> 65 

<212> DNA 

<213> HUMAN 



<400> 29 

ttaatctaga tctgggccct cacttgtcat cgtcatcttt atagtcgacc acatctacca 60 
ccatc 65 



<210> 30 

<211> 41 

<212> DNA 

<213> HUMAN 

<400> 30 

atataaatcg ctcgagccat actggcttcc aaatttcatg g 41 



<210> 31 

<211> 52 

<212> DNA 

<213> HUMAN 



6 



<220> 

<221> misc_feature 

<222> (32).. (33) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (35).. (36) 

<223> n is a, c, g, or t 

<400> 31 

ctcagtcact ttttccccaa caaatggaag snnsnnagta aaaacatcca tg 52 



<210> 32 

<211> 2450 

<212> DNA 

<213> HUMAN 



<400> 32 



agagggtccg 


ccatgttccc 


cggcggcgcc 


gccgcttggc 


tctggtagcc 


gccgcccccg 


60 


cccccaaccc 


cgcccggccc 


agagcctagc 


cgagccccgg 


gcccagcatg 


gccgccccgg 


120 


agccggcccg 


ggctgcaccg 


cccccacccc 


cgcccccgcc 


gccccctccc 


ggggctgacc 


180 


gcgtcgtcaa 


agctgtccct 


ttccccccaa 


cacatcgctt 


gacatctgaa 


gaagtatttg 


240 


atttggatgg 


gatacccagg 


gttgatgttc 


tgaagaacca 


cttggtgaaa 


gaaggtcgag 


300 




ct-d \~ i^u^^^^u u 


CL\JCICX L- L.a.u.^ci 








360 


aaaccatgat 


agaagtagaa 


gctccaatca 


cagtgtgtgg 


tgacatccat 


ggccaatttt 


420 


ttgatctgat 


gaaacttttt 


gaagtaggag 


gatcacctgc 


taatacacga 


tacctttttc 


480 


ttggcgatta 


tgtggacaga 


ggttatttta 


gtatagagca 


tgttctaggc 


actgaagaca 


540 


tatcgattaa 


tcctcacaat 


aatattaatg 


agtgtgtctt 


atatttatgg 


gttctgaaga 


600 


ttctataccc 


aagcacatta 


tttcttctga 


gaggcaacca 


tgaatgcaga 


caccttactg 


660 


aatattttac 


ctttaagcag 


gaatgtaaaa 


ttaagtattc 


ggaaagagtc 


tatgaagctt 


720 


gtatggaagc 


ttttgatagt 


ttgcctcttg 


ctgcactttt 


aaaccaacag 


tttctttgtg 


780 


ttcatggtgg 


actttcacca 


gaaatacaca 


cactggatga 


tattaggaga 


ttagatagat 


840 


tcaaagagcc 


acctgcattt 


ggaccaatgt 


gtgacttgtt 


atggtccgat 


ccttctgaag 


900 


attttggaaa 


tgaaaaatca 


caggaacatt 


ttagtcacaa 


tacagttcga 


ggatgttctt 


960 


atttttataa 


ctatccagca 


gtgtgtgaat 


ttttgcaaaa 


caataatttg 


ttatcgatta 


1020 


ttagagctca 


tgaagctcaa 


gatgcaggct 


atagaatgta 


cagaaaaagt 


caaactacag 


1080 


ggttcccttc 


attaataaca 


attttttcgg 


cacctaatta 


cttagatgtc 


tacaataata 


1140 



7 



aagctgctgt 


attaaagtat 


gaaaataatg 


tgatgaatat 


tcgacagttt 


aactgttctc 


1200 


cacatcctta 


ctggttgcct 


aattttatgg 


atgtcttcac 


gtggtcttta 


ccgtttgttg 


1260 


gagaaaaagt 


gacagaaatg 


ttggtaaatg 


ttctgagtat 


ttgctctgat 


gatgaactaa 


1320 


tgactgaagg 


tgaagaccag 


tttgatggtt 


cagctgcagc 


ccggaaagaa 


atcataagaa 


1380 


acaaaattcg 


agcaattggc 


aagatggcaa 


gagtcttctc 


tgttctcagg 


gaggagagtg 


1440 


aaagtgtgct 


gacactcaag 


ggcctgactc 


ccacagggat 


gttgcctagt 


ggagtgttag 


1500 


ctggaggacg 


gcagaccctg 


caaagtggta 


atgatgttat 


gcaacttgct 


gtgcctcaga 


1560 


tggactgggg 


cacacctcac 


tcttttgcta 


acaattcaca 


taatgcatgc 


agggaattcc 


1620 


ttctgttttt 


tagttcctgt 


ctcagcagct 


gacctagaca 


gggtagtgta 


ttagctagtg 


1680 


tctcattaat 


acgtgatcag 


ggcagaaaac 


tgatagaatg 


ggtattcctt 


tcaattgaaa 


1740 


ataatggtca 


gttcctcagc 


ttttcatgaa 


atgatatggg 


agcagctcat 


atcataatgt 


1800 


ctgaaatatt 


tatttattca 


tctgtctaat 


tcaccctttt 


cttttaaaag 


ccccagtttc 


1860 


agaatgtgaa 


tcagggatat 


tcctgttact 


aaaatggaaa 


tgtaattcca 


agtttctttt 


1920 


ttaatttttt 


aaatttatgt 


cattgtattg 


gactatgctt 


atatttaaaa 


ctacttaatt 


1980 


tagagttaac 


tacctgctta 


ggccccagaa 


cattacttat 


gcccttcagt 


taccaaaaga 


2040 


tttgtgcaag 


gttttgtacc 


ctggtaaatg 


atgccaaagt 


ttgttttctg 


tggtgtttgt 


2100 


caaatgttct 


atgtataatt 


aactgtctgt 


aacatgctgt 


ttccttcctc 


tgcagatgta 


2160 


gctgctttcc 


taaatctgtc 


tgtctttctt 


taggttagct 


gtatgtctgt 


aaaagtatgt 


2220 


tcaattaaat 


tactccatca 


gacacttgtc 


tgtcttgcaa 


tgtagaagca 


gctttgtagc 


2280 


accttgtttt 


gaggtttgct 


gcatttgttg 


ctgcactttg 


tgcattctga 


acatgaatgt 


2340 


aacattagat 


attaagtcat 


tgttataagg 


ggttgaattt 


aaatcctgta 


agtcaaaatt 


2400 


gaaagggtgt 


tattaagtgt 


gcctttattt 


tgcatgaaaa 


taaaaagaat 




2450 



<210> 33 

<211> 515 

<212> PRT 

<213> HUMAN 

<400> 33 

Met Ala Ala Pro Glu Pro Ala Arg Ala Ala Pro Pro Pro Pro Pro Pro 
15 10 15 



8 



Pro Pro Pro Pro Pro Gly Ala Asp Arg Val Val Lys Ala Val Pro Phe 
20 25 30 



Pro Pro Thr His Arg Leu Thr Ser Glu Glu Val Phe Asp Leu Asp Gly 
35 40 45 



lie Pro Arg Val Asp Val Leu Lys Asn His Leu Val Lys Glu Gly Arg 
50 55 60 



Val Asp Glu Glu lie Ala Leu Arg lie lie Asn Glu Gly Ala Ala lie 
65 70 75 80 



Leu Arg Arg Glu Lys Thr Met He Glu Val Glu Ala Pro He Thr Val 
85 90 95 



Cys Gly Asp He His Gly Gin Phe Phe Asp Leu Met Lys Leu Phe Glu 
100 105 110 



Val Gly Gly Ser Pro Ala Asn Thr Arg Tyr Leu Phe Leu Gly Asp Tyr 
115 120 125 



Val Asp Arg Gly Tyr Phe Ser lie Glu His Val Leu Gly Thr Glu Asp 
130 135 140 



lie Ser He Asn Pro His Asn Asn He Asn Glu Cys Val Leu Tyr Leu 
145 150 155 160 



Trp Val Leu Lys He Leu Tyr Pro Ser Thr Leu Phe Leu Leu Leu Arg 
165 170 175 



Gly Asn His Glu Cys Arg His Leu Thr Glu Tyr Phe Thr Phe Lys Gin 
180 185 190 



Glu Cys Lys He Lys Tyr Ser Glu Arg Val Tyr Glu Ala Cys Met Glu 
195 200 205 



Ala Phe Asp Ser Leu Pro Leu Ala Ala Leu Leu Asn Gin Gin Phe Leu 
210 215 220 



Cys Val His Gly Gly Leu Ser Pro Glu He His Thr Leu Asp Asp He 
225 230 235 240 



Arg Arg Leu Asp Arg Phe Lys Glu Pro Pro Ala Phe Gly Pro Met Cys 



9 



245 



250 



255 



Asp Leu Leu Trp Ser Asp Pro Ser Glu Asp Phe Gly Asn Glu Lys Ser 
260 265 270 



Gin Glu His Phe Ser His Asn Thr Val Arg Gly Cys Ser Tyr Phe Tyr 
275 280 285 



Asn Tyr Pro Ala Val Cys Glu Phe Leu Gin Asn Asn Asn Leu Leu Ser 
290 295 300 



He He Arg Ala His Glu Ala Gin Asp Ala Gly Tyr Arg Met Tyr Arg 
305 310 315 320 



Lys Ser Gin Thr Thr Gly Phe Pro Ser Leu He Thr He Phe Ser Ala 
325 330 335 



Pro Asn Tyr Leu Asp Val Tyr Asn Asn Lys Ala Ala Val Leu Lys Tyr 
340 345 350 



Glu Asn Asn Val Met Asn He Arg Gin Phe Asn Cys Ser Pro His Pro 
355 360 365 



Tyr Trp Leu Pro Asn Phe Met Asp Val Phe Thr Trp Ser Leu Pro Phe 
370 375 380 



Val Gly Glu Lys Val Thr Glu Met Leu Val Asn Val Leu Ser He Cys 
385 390 395 400 



Ser Asp Asp Glu Leu Met Thr Glu Gly Glu Asp Gin Phe Asp Gly Ser 
405 410 415 



Ala Ala Ala Arg Lys Glu He He Arg Asn Lys He Arg Ala He Gly 
420 425 430 



Lys Met Ala Arg Val Phe Ser Val Leu Arg Glu Glu Ser Glu Ser Val 
435 440 445 



Leu Thr Leu Lys Gly Leu Thr Pro Thr Gly Met Leu Pro Ser Gly Val 
450 455 460 



Leu Ala Gly Gly Arg Gin Thr Leu Gin Ser Gly Asn Asp Val Met Gin 
465 470 475 480 



10 



Leu Ala Val Pro Gin Met Asp Trp Gly Thr Pro His Ser Phe Ala Asn 
485 490 495 



Asn Ser His Asn Ala Cys Arg Glu Phe Leu Leu Phe Phe Ser Ser Cys 
500 505 510 

Leu Ser Ser 
515 

<210> 34 

<211> 2548 

<212> DNA 

<213> SEQUENCE LISTING 

<400> 34 



aggctggggg 


acaaccagag 


gccagggaga 


aagaggagac 


agaggaagca 


ccgagggtga 


60 


ctacgttgtc 


ttccctagat 


caattttctt 


ctggatggct 


cgtgctgagt 


ggtagatgag 


120 


cgaatcgatg 


agtccagcca 


ctgtgaacat 


gcccccaatg 


atggcgcaca 


cacctgtcag 


180 


gaagtgggtg 


aaggacctgt 


gcttctccgt 


cagcttcacc 


atcatgggcg 


agagctcata 


240 


gaggacgaag 


actccgggaa 


ggccttggtc 


gcccaacagc 


ccattggcaa 


ccttctcatg 


300 


ccuggt caca 


y ay aac uy a t. 


UUyUCCUGa.y 


4— 3 /~i \- /~t +- /—t /-» 

t.occt,ci,cv_y 




l-yL.ci(--clt-'Ciy U 


^ o u 


gggcaccacc 


ttcacaaagt 


gctgtaacac 


ctgtgaaggc 


agcggctccg 


gcgcgagcgc 


420 


gaggctgcag 


cccccgagtt 


tcccggccgt 


cttcgccccc 


tctccccctc 


ctttcttctt 


480 


ctctgcctct 


cctgcctctc 


gccgctgctc 


ctcccgcgct 


ctccggctct 


gaatgtcgac 


540 


cttaatttat 


ttccccctac 


cctgcccgct 


ccctcgcgtg 


cccaatcgcc 


cggccggcgc 


600 


gggccccgcg 


cgccgcctcc 


ccctccccac 


gcgcgccccc 


tccccgccgg 


cgacccgagg 


660 


gccgcagctg 


ggccgccgcc 


gccgtttcct 


gcgagccagc 


ctgagcgcaa 


cacttctccg 


720 


agccagcgag 


ccagcgagcc 


gccgacccgc 


cgagcaaaat 


gggaaatgag 


gcaagttatc 


780 


ctttggaaat 


gtgctcacac 


tttgatgcgg 


atgaaattaa 


aaggctagga 


aagagattta 


840 


agaagcttga 


tttggacaat 


tctggttctt 


tgagtgtgga 


agagttcatg 


tctctgcctg 


900 


agttacaaca 


gaatccttta 


gtacagcgag 


taatagatat 


attcgacaca 


gatgggaatg 


960 


gagaagtaga 


ctttaaagaa 


ttcattgagg 


gcgtctctca 


gttcagtgtc 


aaaggagata 


1020 


aggagcagaa 


attgaggttt 


gctttccgta 


tctatgacat 


ggataaagat 


ggctatattt 


1080 


ccaatgggga 


actcttccag 


gtattgaaga 


tgatggtggg 


gaacaatctg 


aaagatacac 


1140 



11 



agttacagca 


aattgtagac 


aaaaccataa 


taaatgcaga 


taaggatgga 


gatggaagaa 


1200 


tatcctttga 


agaattctgt 


gctgttgtag 


gtggcctaga 


tatccacaaa 


aagatggtgg 


1260 


tagatgtgtg 


actcttatca 


gagagtacca 


cccaacactt 


ttgctttctt 


ctccatctct 


1320 


gaagatctgc 


tcaagacgtc 


cagcaatgct 


ctctgtgtat 


ttaaatggaa 


gtatttttct 


1380 


ctgtgaagcc 


acattttcca 


acatgagcct 


catgaagcca 


actaagtgtt 


attgaactgt 


1440 


aattctctca 


ataactcagt 


gtagcacttt 


aaagtctgaa 


ggacagcaac 


atgaaaagag 


1500 


catatcaatg 


tggtggagaa 


agggaagggg 


ttggcttttt 


aatttatttt 


tcttcatctt 


1560 


ttataacaag 


aaagtatcta 


tatatacata 


tgtaaatatt 


tatatataga 


tatatgtagc 


1620 


tttctatata 


tgtagtaggt 


tggctttaat 


ttaatatcct 


tgattcagaa 


acaaaacaat 


1680 


agagtacaaa 


agtgccaagc 


agaacataaa 


acatccttac 


ttttatttca 


cacagtttta 


1740 


tatatagata 


gaagactgta 


caatttgagc 


cgggtgttag 


gccagctatt 


ttccttttcc 


1800 


tgtgctttct 


cctttgagag 


attgacaaag 


catttgttaa 


cgtcctatta 


tttaccttaa 


1860 


ttacattttt 


gtaacaaagg 


agtctgtaac 


tttatttata 


cttatgaata 


tatccaggga 


1920 


ctacttctca 


ttgctgagca 


gcttttaata 


cacctctgct 


tgaggagaaa 


gtctagttca 


1980 


ttgctactgc 


caagagctag 


ttcttgtgtt 


catatagtaa 


ctgcacaggg 


cttatagctg 


2040 


cttcattctg 


ctactttgta 


actaggagcc 


attgcattta 


ttaaatgtcc 


ctcagtaacg 


2100 


ttaagtgcta 


gttgtgattt 


tatacataaa 


ggccagaagc 


tgtctgaggc 


aatcatgatt 


2160 


gattgtatgt 


atcacttact 


gaagaatacc 


tgaagtgatc 


atgtaactac 


ttataaggga 


2220 


tatccatttg 


tttgattaca 


tgggtaaata 


atttgtcatt 


aaacttgtgt 


ttgaatcatg 


2280 


aattcccttg 


tttcaaaaga 


cttgcagcta 


atctaaaaaa 


ctggtgatat 


ttaatatgca 


2340 


tgtatgtatc 


taaacaccca 


catatatttg 


tggtttaagt 


gtgagaaatc 


ttgctaatct 


2400 


atatgccaca 


gaagagcaaa 


attgtatcca 


aatttatgcc 


acttaaattt 


ctttaccacg 


2460 


agggatagag 


catgcatact 


ggtttttttt 


tcttgatttg 


cccatataat 


tggtaatgga 


2520 


taacttaata 


aatttgtgtg 


atataaaa 








2548 



<210> 35 

<211> 170 

<212> PRT 

<213> HUMAN 

<400> 35 



12 



Met Gly Asn Glu Ala Ser Tyr Pro Leu Glu Met Cys Ser His Phe Asp 
15 10 15 



Ala Asp Glu lie Lys Arg Leu Gly Lys Arg Phe Lys Lys Leu Asp Leu 
20 25 30 



Asp Asn Ser Gly Ser Leu Ser Val Glu Glu Phe Met Ser Leu Pro Glu 
35 40 45 



Leu Gin Gin Asn Pro Leu Val Gin Arg Val lie Asp lie Phe Asp Thr 
50 55 60 



Asp Gly Asn Gly Glu Val Asp Phe Lys Glu Phe lie Glu Gly Val Ser 
65 70 75 80 



Gin Phe Ser Val Lys Gly Asp Lys Glu Gin Lys Leu Arg Phe Ala Phe 
85 90 95 



Arg lie Tyr Asp Met Asp Lys Asp Gly Tyr lie Ser Asn Gly Glu Leu 
100 105 110 



Phe Gin Val Leu Lys Met Met Val Gly Asn Asn Leu Lys Asp Thr Gin 
115 120 125 



Leu Gin Gin He Val Asp Lys Thr He lie Asn Ala Asp Lys Asp Gly 
130 135 140 



Asp Gly Arg He Ser Phe Glu Glu Phe Cys Ala Val Val Gly Gly Leu 
145 150 155 160 



Asp He His Lys Lys Met Val Val Asp Val 
165 170 
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